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New proteomic tools to 

model proteome relationships

ABSTRACT: Protein relationships, defined as physical and chemical protein associations, are major

effectors and regulators of cellular functions. Hence, the knowledge of protein organization can be applied in

clinical and pharmaceutic contexts to describe and discriminate physiological and pathological states. In this

seminar, a panel of MS based proteomics tools will be presented1–3: the aim is to investigate (plasma)

proteome relationships, generate models to describe protein organization and, as ultimate goal, identify a

new class of protein biomarkers which can be interpretable as direct proxies (“sentinels”) of pathological

events in the system.
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